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Abstract MicroRNA (miRNA) is a kind of endogenous and highly conserved small non-coding RNA, which

regulates gene expression by recognizing homologous sequences and interfering with transcription, translation or

epigenetics. Studies have found that the abnormal expression of some miRNAs is related to diseases, which can

provide new ideas for disease diagnosis, treatment and prognosis as biomarkers or drug targets, and accurate

determination of miRNA expression is the key to its clinical application. In this paper, combined with the research

results in recent years, the traditional detection methods and their improvements and new technologies for isothermal

nucleic acid amplification are summarized, and the advantages and disadvantages of these methods are analyzed.
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